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TVI T+ AIFNTA 75 —DFAH (Kim et al. 2003)

HoxA cluster sequencing using chimp
BAC and gorilla fosmid library
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Corresponding to

first phase

NetView OHEE O] (Kryukov & Saitou 2003)

NJ tree & one incompatible split #10

8 .NJL

2 .B18

"3 .BFM

]

5 .CAST

__11 —— =7 .HMI

6 .MSM

— 116 —

1.DB
4 .BLG

9 .ZBN

D =] L L B e

tree

209011088
A1v111111
181188188
111111818
ailgpalola
1911180188
181188881
a19811111
111181811
111188818
11111181
fagpAalealia
falpAivaila
alipAl1i8a1ia

o e e o o s e 33 B0 DD



F NI —FHNEE LT FOSNPZ@EIT L CHES NS, b MIBITAIERLEBEN % — > (Watanabe et al. 2004)

NEW
A T C G
A - 2.88(703)  3.60(880) 14.00 (3422)
oLb T| 2.80(681) - 15.05 (3654)  3.45 (838)
C| 4.43(747) 20.31 (3424) - 4.51 (760)
G|19.56 (3292) 4.53(762)  4.88 (822) -

E hMEAEE LCTTF v =D S NP ZMHT L CHiEsE 87z, HHEER/ Y5 — > (Watanabe et al. 2004)

NEW
A T C G
A - 3.55(252) 3.68 (261) 12.58 (893)
oLb T| 2.92(206) - 13.18 (930) 4.02 (284)
C| 5.08(250) 19.22 (946) - 5.24 (258)
G |20.83 (1024) 4.37 (215) 5.33 (262) -

eh, FUNRYVT—, TG, 5V T7—F V103D Y7 Ea— FRIZFOLE (Kitano et al. 2004)

Distribution of Genes According to Tree Topology

Topology No. genes* dS for human branch
Hum-Chimp 34 (49) 0.0053 + 0.0009
Chimp-Gorilla 10 (25) 0.0157 +0.0032
Human-Gorilla 14 21) 0.0059 + 0.0012
Trichotomy 45( 8)

*Numbers in parentheses are UPGMA trees included for trichotomy case.
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eh, FUNRYTV—, TG, 5V 7—FVIMMDF Vs Ha— FRIZFORE (Kitano et al. 2004)

Genes showing significantly different nonsynonymous changes between Human lineage and Ape lineages

Gene n-Human n-Ape AL dN x dS Dist.

BRCALI 17 40 #E%E (NS) T o= NS
APOE 6 7 ##%E (NS) NS NS
PRM2 8 14 Hekk () NS T o=
HCR 7 17 * (NS) NS NS
FOXP2 2 1 () 1 NS
ZFY 2 1 *(NS) NS NS
DAF tree A 2 28 NS (-) L* NS
DAF tree B 5 27 NS (-) NS NS
ACAT2 2 2 NS (-) NS T*
RNASE3 1 27 NS (-) NS L*

AL = Acceleration Index of Zhang et al. (2002)

List in parentheses are when mouse was used as outgroup.
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