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large category subcategory count
1. Seedling albino 13
pale green 11
variegated leaves 1
rumpled leaves 4
abnormal shape 7
others 1
subtotal 37
2. Leaves pale green 16
variegated leaves 4
dark green 3
hyponastic 4
short petioles 4
twisted petioles 1
abnormal shape 7
rough surface 6
others 3
subtotal 48
3. Flowering & Growth  late flowering 9
early flowering 3
dwarf/small 7
slow growth 2
growth defective 11
subtotal 32
4. Stems pale green 5
fasciation 1
waxy 2
dark green 1
thin 2
others 2
subtotal 13
5. Branching bushy 1
inflorescence 3
short internode 3
others 3
subtotal 10
6. Flowers carpel 3
petal 6
sepal 1
stamen 9
others 3
subtotal 22
7. Siliques short 8
abnormal shape 5
others 3
subtotal 16
8. Seed yield sterile 13
semi-sterile 14
low yield 6
seed color 1
seed shape 7
subtotal 41
total 219
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