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- 130 kDa leucine-rich protein

- Lon protease homolog

- Single-stranded DNA-binding protein

(@Heat shock protein

- Heat shock protein 75 kDa

- Stress-70 protein
+ 60 kDa heat shock protein
- 10 kDa heat shock protein
(@Ribosomal protein
- Miotchondrial 39S ribosomal protein 145
- Mitochondrial 39s ribosomal protein L39
+ Miotchondrial 39S ribosomal protein L40
- Miotchondrial 60S ribosomal protein L12
- Mitochondrial 60s ribosomal protein 149
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+ Dihydrolipoyllysine-residue acetyltransferase

- Citrate synthase

- Aspartate aminotransferase

- Acetyl-CoA acetyltransferase

+ Pyruvate dehydrogenase E1 component beta subunit

- Malate dehydrogenase

- Succinyl-CoA ligase [GDP-forming] alpha-chain
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- Acyl-CoA dehydrogenase

- 3-ketoacyl-CoA thiolase

- Short chain 3-hydroxyacyl-CoA dehydrogenase

- 2,4-dienoyl-CoA reductase

- Delta3,5-delta2,4-dienoyl-CoA isomerase

- Enoyl-CoA hydrates
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