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a b

1. GCCGGCGCCG 437 0.01
2. CGGCGCCGCC 412 0.01
3. CGCCGGCGCC 405 0.01
4. GCCGTTGCCG 401 0.01
5. CGCCGTTGCC 396 0.01
6. GCCGCCGCCG 381 0.01
7. CGGCGCCGGC 375 0.01
8. CGTTGCCGCC 375 0.01
9. CCGGCGCCGC 369 0.01
10. GGCGCCGGCG 360 0.01
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Gene

Genes regulated by o® (o°) acnd, aidB, aldB, appB, bold, cbpd, cfa, dacC, deoD, dps, elaB, fic, frdD, gabP, gadA,
gadPB, hded, hdeB, hyaC, katk, katG, ldcC, msyB, narY, osmC, osmFE, osmY, otsd, otsB,
DPIkB, poxB, psiF, slp, sodC, sufS, tald, tred, treF, uspB, wrbA, xasA, yahO, ybaS, ybal,
ybaY, ybed, ybgS, ybhE, ybhP, ybjP, ycal, ycc], ycfll, ycgB, yddX, ydiZ, yeaG, yebF,
yicG, ytel, ygal, yhcO, yhik, yhil, yhil, yhiV, yhjD, yiaG, yjbj, yidl, yjdJ, yjgR.

ynhG, yoht, yqjC, yajD

Genes regulated by Cya agaZ, cdd, flag, flgh, fIhB, flid, f1iD, f1iG, fliH, f1il, fliM, f1iN, £1iQ, malP, mank,
manY, manZ, ptsG, sdhd, sdhB, sdhD, tsr, ubp, ugpq

Genes regulated by Fecl (6') fecd, fecB, fecC, fecD, feck

Genes regulated by Fis adhF, nuod, nuoB, nuol, nuoG, nuoH, nuol, nuok, nuol, hupd, ptsG

Genes regulated by o™ (o) astB, ginH, hycC, hypC, hype, pspA, rtcd, rtcB, oat

Activation; acnd
Repression; fruB, glk

Genes regulated by Cra
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ompl, pflB, rfal, rfak, spy, wcal, ycbW, ydbD, ydeP, yedV, ygaP, yhiX, ynak
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