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Fi% Distribution of the known rDNA introns within the domain Archgea. Triangles in the
schematic diagram.s on the right panel indicate the insertion positions of introns relative to the
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diagrams is juxtaposed the neighbor-joining tree based on the 16S rRNA sequences.

Fig. Distribution of the known rDNA introns within the
domain Archaea. Triangles in the schematic diagrams on
the right panel indicate the insertion positions of introns
relative to the E. coli rRNA. Filled and open triangles
denote ORF-possessing and ORF-less introns, respectively.
Dotted lines indicate unanalysed portions of the rRNA
genes. To the left of these diagrams is juxtaposed the
neighbor-joining tree based on the 16S rRNA sequences.
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