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URL.: http://machibase.gi.k.u-tokyo.ac.jp/
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- 0701262353

LipidBank
http://lipidbank.jp/
- 0911241228
Metabolomics.JP
http://metabolomics.jp/
- 0701262355
Metabolome.JP
http://www.metabolome.jp/
+ MassBank
http://www.massbank.jp/
Ok Fer] CRRURZE R B2 RIFZER))
0911131949
Gene function HOmology Search Tool(GHOST)
http://itolab.cb.k.u-tokyo.ac.jp/GHOST/GHOST.pl
- 0911131947
Annotation Rating Tool (ART)
http://itolab.cb.k.u-tokyo.ac.jp/ART/ART.pl
@) TGRSR R B an BRELPH ISR
- 0901141228
Acytostelium Gene Database (AcytoDB)
http://acyto.sequence.info/
@K1 2847 OUINK 2SI ZE )
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O KUY gkl (A RAEREBTE R FFER
0911131255
SD-Score algorithm
http://www.med.nagoya-u.ac.jp/neurogenetics/SD_
Score/sd_score.html
- 0911131256
siRNA designer
http://www.med.nagoya-u.ac.jp/neurogenetics/i_
Score/i_score.html
O KHG NE (FRBR AR AR A B EIEFER
- 0911251658
Association Test for CNV ver.1
http://210.188.217.208:8081/cnv/jsp/index.jsp
O/ H— (BEAEIE T IR
- 0707251539
ppdb: Plant Promoter Database
http://ppdb.gene.nagoya-u.ac.jp/
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- 0602211137
Firefox3 ¥ Z A — /¥ — ¥
http://1sd.pharm.kyoto-u.ac.jp/ja/download/
Q)i I ¥i— (BEIRL#{R0n)
- 0701160221

zTrap:Zebrafish Gene Trap and Enhancer Trap Database

http://kawakami.lab.nig.ac.jp/ztrap/
OLE B (JUNKZEREB R A ZEbT)
- 0911201336
Ortholog Group Management System
http://jamboree.grt.kyushu-u.ac.jp:9001/
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http//:ocean.cb.k.u-tokyo.ac.jp/str21/index.cgi
+ pub marker

http//:ocean.cb.k.u-tokyo.ac.jp/homocontigl/
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http://dolphin.lab.nig.ac.jp
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0901152201
CyanoClust #—/3¥—
http://cyanoclust.c.u-tokyo.ac.jp/
- 0606210932
Gelust % —73—
http://gclust.c.u-tokyo.ac.jp/
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0911161320
NIG Mouse Phenotype Database
http://molossinus.lab.nig.ac.jp/phenotype/
index.html
- 0911161331
NIG Mouse Genome Database
http://molossinus.lab.nig.ac.jp/msmdb/
O@HiE AD0  (EEA AU RIS~ & =)
- 0901161637
MCTDB
http'//medaka cb.k.u-tokyo.ac.jp/mectdb/
W MR KRBT AR B E TR
- DBTSS
http://dbtss.hge.jp/
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701151547
BifidoBase
http://gib.genes.nig.ac.jp/single/index.php?spid=
Bado_ATCC15703
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=
genomeprj&cmd=Retrieve&dopt=Overview&list_uids=
16321
O A% (RRURZE R BER R R AT ZER])
- 0708080823
VTN T ) THNEE) T — 4 X — X Fluorome
http://www.photosynthesis.jp/fluorome/
@R FIA CRRURZE R B REUSADR R AT 2E R
0911201511
proGENA
http://gena.ontology.ims.u-tokyo.ac.jp:8081/
progena/progena.php
- 0602082058
MOV (Multi Ontology Viewer)
http://gena.ontology.ims.u-tokyo.ac.jp:8081/mov/
- 0602082046
BioTermNet
http://btn.ontology.ims.u-tokyo.ac.jp/
- 0606271310
PRIME
http://prime.ontology.ims.u-tokyo.ac.jp:8081/
@t HEFE CRALR R e Bt iise R
- Data Collector for Auto Annotation on Microbial Genomes
http://www.burkholderia.net/
@[T B CRBRA A MR 22iT)
- 0801281653

OB I (AR
- 0911231813

WorTS (Worm TS Mutant Database)
http://worts.biken.osaka-u.ac.jp/
e REIR AN LA R

v ENMIEE X 27 65— 4
http://metagenome.jp/
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0602221243
Kyoto Chlamydomonas Genome Database (KCGD)
http://chlamy.pmb.lif kyoto-u.ac.jp/chlamybase/

- Acytosterium Genome Database

http://acyto.sequence.info/
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- 0911240821

Chemical Compound Classification Database: Sclion

http://sclion.ics.es.osaka-u.ac.jp
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- 0911241510

MuSICA2
http://musica.gi.k.u-tokyo.ac.jp/

- 0911241516

Efficient frequency-based de novo short-read clustering for
error trimming in next-generation sequencing
http://mlab.cb.k.u-tokyo.ac.jp/~quwei/
DeNovoShortReadClustering/

0507070222

UTGB medaka

http://utgenome.org/UTGBMedaka/

- 0901131451

MachiBase
http://machibase.gi.k.u-tokyo.ac.jp/

- 0612221516

UTGB (yeast)
http://yeast.utgenome.org/

- 0606191356

PrimerStation

http://ps.ch.k.u-tokyo.ac.jp/

+ 0911241513

dsCheck
http://dscheck.rnai.jp/

- 0507070216

siDirect
http://design.rnai.jp/
- (B RS R E )

Full-Malaria/Parasites and Full-Arthropods: databases of
full-length ¢cDNAs of parasites and arthropods, update 2009
http://fullmal.hgc.jp/

+ 0901141703

Full-Malaria: an enlarged database for comparative studies of
full-length cDNAs of malaria parasites, Plasmodium species

http://fullmal.ims.u-tokyo.ac.jp/

- 0707230837

Comparasite: a database for comparative study of
transcriptomes of parasites defined by full-length cDNAs

http://fullmal.hge.jp/comp_index.html
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Ahsan, B., Saito, T.L., Hashimoto, S.I., Muramatsu, K., Tsuda,
M., Sasaki, A., Matsushima, K., Aigaki, T. and Morishita, S.:
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- 0708161233
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felicd DB fb. HTIT3EHE. 2007 428 H 10 H

MachiBase: a Drosophila melanogaster 5'-end mRNA QI I E— (ELB(EEWIZET)

transcription database, Nucleic Acids Research, 37, Database
issue D49-D53 (2009).
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- 0911241306
MRS O Ll &OBIZE R, BIE FT (FHH).

Fii AR, 60 2 115, 912-917. 2007
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- Harada, A., Okada, S., Saiwai, H., Aoki, M., Nakamura, M. and
Ohkawa, Y. : Generation of a Rat Monoclonal Antibody
Specific for Pax7 Hybridoma. 2009 In press

* Yoshimura, S., Yoshimi, T., Ohkawa, Y., Azuma, M. and
Tachibana, T. : A Rat Monoclonal Antibody against the
Chromatin Remodeling Factor, CHD5 Hybridoma. 2009 In
press

- Okada, S., Maeda, T., Ohkawa, Y., et al.: Does ossification of
the posterior longitudinal ligament affect the neurological
outcome following traumatic cervical cord injury? Spine. 2009
In press
Ohkawa, Y.#, Harada, A., Nakamura, M., Yoshimura, S. and
Tachibana, T.#: Production of a Rat Monoclonal Antibody
against BRG1 Hybridoma. 2009 In press (#=equal
corresponding author)

+ Harada, A., Azuma, M., Tachibana, T. and Ohkawa, Y.:
Generation of a Rat Monoclonal Antibody Specific for CHD2
Hybridoma. 2009 In press

- Okada, S., Harada, A., Saiwai, H., Nakamura, M. and Ohkawa,
Y.: Generation of a Rat Monoclonal Antibody Specific for Brm
Hybridoma. 2009 In press

- Harada, A., Yoshimura, S., Azuma, M., Mako, Nakamura.,
Tachibana, T. and Ohkawa, Y.: Generation of a Rat
Monoclonal Antibody Specific for CHD1 Hybridoma. 2009 In
press

+ Harada, A., Okada, S., Kumamaru, H., Saiwai, H., Aoki, M.,
Nakamura, M., Nishiyama, Y. and Ohkawa, Y.: Production of a
Rat Monoclonal Antibody Specific for Myf5 Hybridoma. 2009

In press
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+ 0901120251

Ohashi J.: A practical case-control association test for
detecting a susceptibility allele at a copy number variation
locus, Journal of Human Genetics, 54, 169-173 (2009).
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- 0911201113
Yamamoto, YY., Yoshitsugu,T., Sakurai, T., Seki, M.,
Shinozaki, K. and Obokata, J.: Heterogeneity of Arabidopsis
core promoters revealed by high density TSS analysis, Plant
J. 60, 350-362 (2009).

- 0801292027
Yamamoto, YY. and Obokata, J.: ppdb, a plant promoter
database, Nucleic Acids Res., 36, D977-D981 (2008).

- 0708161237

- 0911252125

Koide, T., Miyasaka, N., Morimoto, K., Asakawa, K., Urasaki,
A., Kawakami, K. and Yoshihara, Y. : Olfactory neural
circuitry for attraction to amino acids revealed by transposon-

mediated gene trap approach in zebrafish, Proc. Natl. Acad.
Seci. USA 106, 9884-9889 (2009).

- 0911252116

Suster, ML., Kikuta, H., Urasaki, A., Asakawa, K. and
Kawakami, K.: Transgenesis in zebrafish with the tol2
transposon system, Methods in Molecular Biology, Humana
Press (2009).

0911252106

Kitaguchi, T., Kawakami, K. and Kawahara, A.:
Transcriptional regulation of a myeloid-lineage specific gene
lysozyme C during zebrafish myelopoiesis, Mechanisms of
Development, 126, 314-323 (2009).

- 0911252100

Kim, D.J., Seok, S.H., Baek, M.W., Lee, H.Y., Na, Y.R., Park,
S.H., Lee, HK., Dutta, N.K., Kawakami, K. and Park, J.H.:
Benomyl induction of brain aromatase and toxic effects in the
zebrafish embryo, Journal of Applied Toxicology, 29(4), 289-
294 (2009).

0911252053

Urasaki, A. and Kawakami, K.: Analysis of genes and genome
by the Tol2-mediated gene and enhancer trap methods,
Methods in Molecular Biology, Humana Press (2009).

+ 0911252043

Kikuta, H. and Kawakami, K.: Transient and stable
transgenesis using Tol2 transposon vectors, Methods in
Molecular Biology, Humana Press (2009).

- 0911252034

Esaki, M., Hoshijima, K., Nakamura, N., Munakata, K., Tanaka,
M., Ookata, K., Asakawa, K., Kawakami, K., Wang, W.,
Weinberg, E.S. and Hirose, S.: Mechanism of development of

ionocytes rich in vacuolar-type H(+)-ATPase in the skin of
zebrafish larvae, Developmental Biology, 329, 116-129 (2009).

+ 0903111753

Chen, YC., Cheng, CH., Chen, GD., Hung, CC., Yang, CH,,
Hwang, SP., Kawakami, K., Wu, BK., and Huang, CJ.:
Recapitulation of zebrafish sncga expression pattern and
labeling the habenular complex in transgenic zebrafish using

green fluorescent protein reporter gene, Developmental

Dynamics, 238, 746-754 (2009).

+ 0903111744

Faucherre, A., Pujol-Marti, J., Kawakami, K. and Loépez-
Schier, H.: Afferent neurons of the zebrafish lateral line are
strict selectors of hair-cell orientation, PLLoS ONE, 4, e4477
(2009).

- 0903111728

Suster, ML., Kania, A., Liao, M., Asakawa, K., Charron, F.,

Kawakami, K. and Drapeau, P.: A novel conserved evxl



enhancer links spinal interneuron morphology and cis-
regulation from fish to mammals, Developmental Biology, 325,
422-433 (2009).

0901131727

Santoriello, C., Deflorian, G., Pezzimenti, F., Kawakami, K.,
Lanfrancone, L., d'Adda di Fagagna, F. and Mione, M.:
Expression of H-RASV12 in a zebrafish model of
Costellosyndrome causes cellular senescence in adult
proliferating cells, Disease models & Mechanisms, 2, 56-57
(2009).

- 0901131709, 0901131703, 0901131652, 0901131619,

0801281902, 0806242304, 0801281855, 0801281822,
0801281850, 0801281843, 0801281834, 0705082041,
0705082037, 0702141416, 0702141411
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Fukuda, Y., Nakahara, Y., Date, H., Takahashi, Goto, J.,
Miyashita,A., Kuwano, R., Adachi, H., Nakamura, E. and Tsuji,
S.: SNP HiTLink: a high-throughput linkage analysis system
employing dense SNP data, BMC Bioinformatics, 10,121
(2009).

- Hara, K., Shiga, A., Fukutake, T., Nozaki, H., Miyashita, A.,

Yokoseki, A., Kawata, H., Koyama, A., Arima, K., Takahashi,
T., Ikeda, M., Shiota, H., Tamura, M., Shimoe, Y., Hirayama,
M., Arisato, T., Yanagawa, S., Tanaka, A., Nakano, I., Ikeda,
S., Yoshida, Y., Yamamoto, T., Ikeuchi, T., Kuwano, R,
Nishizawa, M., Tsuji, S. and Onodera, O.: Association of
HTRAI mutations and familial ischemic cerebral small-vessel

disease, N Engl J Med., 360, 1729-1739 (2009).
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0903102249
Sato, N.: Gelust: trans-kingdom classification of proteins using
automatic individual threshold setting, Bioinformatics, 25,

599-605 (2009).

+ 0903102238

Ishikawa, M., Fujiwara, M., Sonoike, K. and Sato, N.:
Orthogenomics of photosynthetic organisms: Bioinformatic and
experimental analysis of chloroplast proteins of endosymbiotic
origin in Arabidopsis and their counterparts in Synechocystis,
Plant & Cell Physiology, do0i:10.1093/pcep/pep027 (2009).
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- 0911161917

Goto, H., Watanabe, K., Araragi, N., Kageyama, R., Tanaka,
K., Kuroki, Y., Toyoda, A., Hattori, M., Sakaki, Y., Fujiyama,
A., Fukumaki, Y. and Shibata, H.: The identification and
functional implications of human-specific "fixed" amino acid
substitutions in the glutamate receptor family, BMC Evol
Biol. 9:224 (2009).

- 0801232014

Shibata, H., Tani, A., Chikuhara, T., Kikuta, R., Sakai, M.,
Ninomiya, H., Tashiro, N., Iwata, N., Ozaki, N. and Fukumaki,
Y.: Association study of polymorphisms in the group III
metabotropic glutamate receptor genes, GRM4 and GRM7,
with schizophrenia, Psychiatric Res., 167(1-2), 88-96 (2009).

- 0806251934

Arai, S., Shibata, H., Sakai, M., Ninomiya, H., Iwata, N.,
Ozaki, N. and Fukumaki, Y.: Association analysis of the

glutamic acid decarboxylase 2 and the glutamine synthetase

genes (GAD2, GLUL) with schizophrenia, Psychiatric Genet.,
19(1), 6-13 (2009).

0806261720

Miura, S., Shibata, H., Kida, H., Noda, K., Yamamoto, K.,
Iwaki, A., Ayabe, M., Aizawa, H., Taniwaki, T. and Fukumaki,
Y.: Hereditary motor and sensory neuropathy with proximal
dominancy in the lower extremities, urinary disturbance, and
paroxysmal dry cough, Journal of the Neurological Sciences,

273(1-2), 88-92 (2008).

- 0806251922

Deng,X., Sagata, N., Takeuchi, N., Tanaka, M., Ninomiya, H.,
Iwata, N., Ozaki, N., Shibata, H. and Fukumaki, Y.:
Association study of polymorphisms in the neutral amino acid
transporter genes SLLC1A4, SLLC1A5 and the glycine
transporter genes SLLC6A5, SLLC6A9 with schizophrenia,
BMC Psychiatry, 8(1), 58 (2008).

- 0801231954

Iwaki, A., Kawano, Y., Miura, S., Shibata, H., Matsuse, D., Li,
W., Furuya, H., Ohyagi, Y., Taniwaki, T., Kira, J. and
Fukumaki, Y. : Heterozygous deletion of ITPRI1, but not
SUMF1 in spinocerebellar ataxia type 16, J Med Genet, 45(1),
32-5 (2008).

- 0606281711

Deng, X., Shibata, H., Takeuchi, N., Rachi, S., Sakai, M.,
Ninomiya, H., Iwata, N., Ozaki, N. and Fukumaki, Y.:
Association study of polymorphisms in the glutamate
transporter genes SLLC1A1, SLLC1A3 and SLCI1A6 with
schizophrenia, Am J Med Genet Neuropsychiatr Genet, 144(3),
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