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New sequencing technologies are drivers for new projects (by Dr. George Weinstock)

New sequencing technologies
are drivers for new projects

o 454 Statistics e Solexa Statistics
e 100 Mb/run e 8x 100 Mb/run
e 250 base reads » 35 base reads
e 400k reads/run e 20 million reads/run
« 100x AB3730/day « 200x AB3730/day
e $12k/run e $5k/run
— 20% AB3730 cost — 1% AB3730 cost
 Homopolymer runs * Diverse errors mainly

errors base subn.
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