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[CIDNAEEY > [ IDNASES > SEET [k %

Dear Emma,

hary thanks for vour help hefore.
[ would like to order a DNA synthesis.

Could vou check my attached files?
[ attached DMNA sequence and original protein sequences. We would like to optimize to Arabidepsis thaliana.

[ would like to put the DNA sequence to our vector. When I asked the same thing, one company reguires DMNA sequence for the vector.
Since we do not have the sequence, [ would like to confirm vour company situation.

You can see our vector at Figure 1 (pBIG21135F):
http:/ S interscience wiley com/cgi-hin/fulltext /118565276 /HTMLSTART

hany thanks for vour advice in advance.
Best wishes,
Yuko

RE1 [pata e

» 3 Semantic Web

T

5

Es

S

2

£

: DNABTH

.'Et FF1

§ EEENH 2009-05-29 14:38:57.0

E: $HEBID --

E sA%ocaw) AT

3 Bit 2008-11-28

s

§ FEE(SH) GenScript Corporation

z k(TR RA ) Ichikawa T, et al. Plant J. 2006 Dec;48(6):974-85.

s

% TR (LBRE T DEEER ) i

g PMIDES 17227551

E EERES Ichikawa T, Nakazawa M, Kawashima M, Iizumi H, Kuroda H, Kondou Y, Tsuhara Y, Suzuki K, Ishikawa A,
i Seki M, Fujita M, Motohashi R, Nagata N, Takagi T, Shinozaki K, Matsui M.
3 SHEES (B2 The Flant Journal

3 BEE The FOX hunting system: an alternative gain-of-function gene hunting technique.
3 & 48

s

= = 6

F .

X BUEA 974-85

= HRE 2006

i

3

Copyright @& 2009 RIKEM, Japan. &ll rights reserved.
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Dear Emma,
hany thanks for vour help before.
[ would like to order a DNA synthesis.
Could vou check my attached files?
[ attached DMA sequence and original protein sequences. We would like to optimize to Arabidopsis thaliana.
[ would like to put the DMNA sequence to our vector. When 1 asked the same thing, one company reguires DNA seguence for the vector
Since we do not have the sequence, | would like to confirm yvour company situation
You can see our vector at Figure 1 (pBIG21135F)
bt Feneend interscience wikey comfcgi-hind fulltext, 118565276 A HTMLSTART
hany thanks for vour advice in advance.
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cataract

cancer, uterus {womb) / endometrium
cancer. thyroid / parathyroid

cancer, throat / larynx

cancer. testicle

cancer. stomach

cancer, small—cell lung

cancer. skin. squamous cell cGarcinoma
cancer. skin, Other {unsure of what type)
cancer. skin, basal cell carcinoma {(BGG)

cancer, sarcoma / bone
cancer. rectal

m

cancer, prostate

cancer. pancreas. sporadic
cancer, pancreas, familial (FPC)
Cancer. ovary

rancer nther
1 | 3
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Riken ENU Mouse Lines
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M100593 —=: M100940 —%: M100705
BRC No. : BRC No. : BRC No.
RERCG-GSC0175 RERCG-GSC0165 RERC-GSC0158
MGI Official straim = ’ MGI Official strain = : MGI Official strain
desrgmatian E ACS desrgmation E o desigmatian
D2B6-MyoSasFbro : D2B6-MyoSas Fbro : D2B6-MyoSas Fbre

BRC No. : BRC No. 2 . BRC Ma.
RERC-GSC0072 RERC-GSC007E . 5 RERC-GSC0067

MGI Official straim = : MGI Official strain = | MGI Official straim
desigmation : desigmation o desigmation
D2B6-Myaba/Fbre : - D2B6-Myaba/Fbro : D2B6-Myoba/Fbre

M100379
BRC No. 3 BRC No. 3 BRC No.
RERC-GEC0064 A RERC-GEC0043 RERC-GSC0042
MG Official straim 31 |1 MGI Official straic =% : MGI Official strain
desigmation : desigmation : desigmation
[2.B6-Myo5a/Fbro [2.Bf-MyoSa/Fbro [2.Bf-MyoSa/Fbro

M100152 —= = M100011
2 BRC No. : BRC No. : BRC No.
RBRC-GSC0033 RBRC-GSCO018 RBRC-GSC0008
MGI Official strain = MGI Official strain = MGI Official strain
desigmation : oo | desigmation : desigmation
D2B6-Myaba/Fbre .. D2B6-Myaba/Fbro D2B6-Myoba/Fbre

Copyright @ 2009 RIKEM, Japan. All rights reserved.




EBfZEEVIIRMT —HIN-R

{8 RIKEN Semantic Web - M100235 - Mozilla Firefox o o ]

J7AILE) EBEE) F=V) BES) JwbHY—4(B) W—ILI) ~LIT(H)
EI._,v c N 5 ( @ | nttp://database.riken.jp/sw/views CRIB00180U000001-RIB00190U000000000157 v -] [@-]s
| R RIKEN Semantic Web - M100... X |
DATABASE.RIKEN.JP
powered by Semantic Web Folders System Q
t_‘ RIKEN ENU-induced mouse line ERICAUICIEN
all H Riken ENU Mouse Lines ” Archives || Project info |

FHBEE | f-d | TAOb0D | dete=¥ | HRICAY | TRt | B57 0k | SSEnelich (= ]

adk  Frbn

P i

A Large Scale Mutagenesis Program
in RIKEN GSC

M100235 Image

CO7 AT LOEBICILROBRFEFRAL TS http:/fdatabase.riken-ipfiten/riken-cribl90ul-rib190ul157" inage
v f -

P a-TDE -

Download
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M100235 = BIKEN ENU-induced mouss line,

G5C0043
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RIKEN ENU-induced mouse line

M100235

R ENH 2008-10-31 18:40:50.0

#261ID

BRC No.

MGI Official strain
designation

Gene MgiGene

Strain origin
Strain origin
Founder Founder of
ENU-induced mutant

GSC0043
RBRC-GSC0043
D2;B6-Myo5a/Rbrc

Myo5a

RSB I —F
(NCBIM37) NCBIm37
C57BL/6]

DBA/2]
M100235

Chro dna, region: 74963783-75071495, strand: +

date of birth 2001-2-23
date of death 2001-10-24

ENU-induced allele RIKEN  RIKEN Genomic Sciences Center, 235

ENU-induced allele in

mouse pheotype MPheno.ontologyConcept diluted coat color
Allele symbol Myo5a

description for phenotype This mutant quite resembles that of the http://www.informatics.jax.org/searches
[accession_report.cai?id=MGI%3A105976 target = _blank>Myo5a (d) mutation. The
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RIKEN Ds transposon line

RIKEN Arabidopsis Observation

P a-vos

RIKEN Arabidopsis Phenome Information Database

RIKEN Arabidopsis Phenome Information Database (RAPID) is a searchable site of phenotypic data in transposon-insertional mutants.We selected
about 4,000 transposon insertion lines which have the Ds transposon in gene coding region, and observed visible phenotypes systematically
depend on growth stage. Phenotypic descriptions were classified into eight primary and fifty secondary categories, then all recorded images can
be searched by the line number or the phenotype categories. When the phenotypic categories you are interested in would be clicked, recorded
images for the mutants corresponding to the categories would be listed up. Flease Try it!

RIKEN Arabidopsis
Phenome Information
Database

i RIKEM Arabidopsis

henotype Observation HEEH

KEM Dg transpozon line
. Transpozon Insertion
Location

= Phenotype term
Eranching

Flowering and Growth

Fruits (Siliques)

RIKEN Arabidopsis
Activation tageing line
.. RIKEM_Activation_tag
ging_line

. Tag

=] Phenotype_term
Category
SubCatesory

- Ingertion_Type

- Observation

- Generation

- Border
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Check the categories and Click "Search" button.
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I:l twisted peticle

[ others
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[ hyponastic

[ rough surface

D N Seedling

[T albine

I:l pale green

[E abrormal shape
[T others
I:lvariegated leaves

[ rumpled leaves

1 & Flowering & Growth
[ early flowering [ growith defective

I:l late flowering I:l slow growth

I:ldwarﬁ-"small

[] == stems

[ pale green [ thin
Ddarl—c green Dfasciation
I:lwaxy [ others

M Branching
[ short internode

[ others

I:l bushy
[Tinflorascane

£

Il % Flowers

Dcarpal Dsepal

[ stamen [T others
Dpetal

1 %2 Eruits (siliques)

shor Dothers
Dabnormal shape

B 3N sead yiald

Dlowyield I:lseed color
Dsemi-sterile I:lseed shape
[ sterile
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- Type
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Ds transposon line 11-2389-1
code RIKEN Ds transposon
line

locus AT_TAIR_locus AT2G48120
transposon insertion The distance from the translational initiation codon(ATG): 230 bps.

position
transposon insertion
location Transposon
Insertion Location

gene coding region

transposon insertion
location Transposon
Insertion Location

locus AT_TAIR_locus AT2G48120

BERESR LI L —TF

(Tair7) tair7
hasGene AT_TAIR7_gene AT2G48120.1
hasGene AT_TAIR7_gene AT2G48120.2

plant phenotype Seedling Seedling - albino

Chr2 dna, region: 19686800-19688616, strand: +

vl Semantic Web
N Ps transposan Fine code
RIE:CRIE000225000020- RIEO003250000000001 77

RIKEN Dg transpozon line
11-2389-1
kY Ffocus

AT_TAIR locus
AT2G48720

transpesar iosortfon poesition
The distance fram the tranzlational initiation codon{ ATE): 230 bps.

transpesar iosortfon location
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interaction

E physicalEntity Fod| B
L utilityGlass An entity that consists of a set of interactions. A pathway is a series of molecular interactions and reactions, often forming a
3 :;fr::::leswctwe network, that hiclogists have found useful to group together for organizational, historic, biophysical or other reasons. A synonym for
. dataSource this clazs is ‘network! NOTE: It is possible to define a pathway without specifying the interactions within the pathway. In this case,
- openControlledVocabulary| the pathway instance could consist simply of a name and could he treated as a black box
- pathwayStep

physicalEntityParticipant
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pathway42880 pathway4 2886 pathwayd2892
W MAME W MAME W MAME
T ] =perming biosynthesis b 4 spermiding putrescine
n’l\j?’i"": A . biozynthesziz ) _ - biozynthesis by
] e ] agmatinaze
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AraCy

pathway43330 pathwayd3346 pathwayd3356
N NAME W NAME N NAME

glutathione ziroheme biosynthesis heme biosynthesiz
biosynthesis A A

pathway43368 pathway43394 pathwayd3401
W MAME W MAME W MAME
T 1y tetrapyrrale Y threonine biosynthesis I i homaseting
A 'g-, biosynthesziz A ~ from homaozering b '{-., biozynthesiz
g R
L Nw% | - A

AraCyc ( AraCyc

pathwayd3438 pathwayd3448 pathwayd3469
N NAME W NAME N NAME

ubigquinone-9 zalievlic acid chorizmate
biosynthesis b ~ biozynthesis A A biozynthesis
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pathway42892

B ERE
#2FID
NAME putrescine biosynthesis by agmatinase
DATA-SOURCE dataSource dataSource42883

2008-08-01 17:37:26.0

NAME

PATHWAY- pathwayStep42895

COMPONENTS pathwayStep

PATHWAY-
COMPONENTS pathwayStep

XREF unificationXref
XREF unificationXref

COMMENT

+l3 Semantic Web

TAIR AraCwe Pathway N NAME

pathwayd 2302

STEP-INTERACTIONS catalysis
STEP-INTERACTIONS catalysis

catalysis34526
catalysis34531

STEP-INTERACTIONS biochemicalReaction biochemicalReaction34514
pathwayStep42896

STEP-INTERACTIONS catalysis catalysis25800

STEP-INTERACTIONS catalysis catalysis35802

STEP-INTERACTIONS biochemicalReaction biochemicalReaction25780

NEXT-STEP pathwayStep pathwayStep42895
unificationXref42893

1D
DB

unificationXref42894

PWY-40
EcoCyc

1D PWY-40
DB NIL

About This PathwayThis pathway was studied mostly in enterobacteria, but it was also found in the mycobacteria
|FRAME:ORG-10| and |[FRAME:ORG-1983| |CITS:[13192096]| and in the Gram positive bacterium |[FRAME:BSUB| |CITS:
[08389216]|. In Arabidopsis, several enzymes have been predicted to have agmatinase activity. In view of this prediction,
this pathway has been retained in the database although the activity of those enzymes remains to be experimentally
verified |CITS:[12634339]|.

putrescine biosynthesis by agmatinase
W DATA-SOURCE

dataSource

dataSourced 2883
N NAME
MIL

PATHRWAY-COMPONENTS

pathwayStep

pathwayStepd 2805
w STEPINTERACTIONS

catalysis
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OmicScan - Integrating MEDLINE and Omics Databases - Windows Internet Explorer

(7R -
(_. g-v @ http:/fomicspace.riken.jp/PosMed/search

Wk [P. OmicScan - Integrating MEDLINE and Omic... I l

= |+#| X [l RIKEN Hub Database

2~

Biv B v @ v [a-sE) v Gy v

Dictionary

Document Set

s

Metabolite

A

Disease

F,—‘—‘

Homo sapiens Genome

!H M
HQ*EE
A

Mus musculus Genome

Arabidopsis Locus

i ==

search any ¥ category all -

keyword TEFRF

[search ][ recent 4 years

4w

= Omi 2R

show 10 ~

Search: any keyword: diabetes Threshold P: 0.01 (3.589 sec)

more ==

brittle diabetes  brittleTUEFRE

alloxan diabetes FOSEHAHR

brittle diabetes L)+ 0

brittle diabetes TEEIHERE

juvenile diabetes FEFPHIERF
diabetes mellitus L PEIEFRF

diabetes mellitus {EFRE

diabetes insipidus FREREE

autsimmune diabetes B2 SE EIEMRE
gestational diabetes MARIERE

more ==

MEDLINE 281250 hits
OMIM 549 hits

mouse mutant 519 hits
mouse gene record 56 hits
disease record 32 hits
human gene record 25 hits
PP 20 hits

REACTOME 7 hits

WP record 7 hits

rat gene record & hits
arabidopsis gene record 3 hits
GO record 1 hit

more ==

Cholesterol 5099 hits (161860 docs)

Acarbose 542 hits (1189 docs)
alpha-Tocopherol 518 hits (29807 docs)
Adenosine triphosphate 508 hits (142072 docs)
L-Glutathione 445 hits (76774 docs)

L-Ascorbic acid 364 hits (41624 docs)
L-Moradrenaline 341 hitz (100030 docs)
Testosterone 332 hits (66231 docs)

Urate 330 hits (22011 docs)

Micotinamide 321 hits (33323 docs)

more ==

thiazide disbetes & hits (8 docs)
subclinical diabetes 77 hits (60 docs)
steroidogenic diabetes 2 hits (2 docs)
steroid diabetes 118 hits (99 docs)
starvation diabetes 7 hits (7 docs)
puncture disbetes 1 hit (1 doc)

phosphate diabetes 111 hits (69 docs)
latent diabetes 568 hits (438 docs)
ketosis-resistant diabetes 10 hits (8 docs)
lipogenous diabeles 2 hits (2 docs)

more ==

Human Ensembl Transcript 46.36h 10 hits

Human Ensembl vegqaGene Transcript 46.36h 10 hits
Human UniProtkB SwissProt 46.36h 7 hits

Human RefSeq DMNA 46.36h 6 hits

Human UniProt TrEMBL 46.36h 6 hits

Human Ensembl VegaGene 46.36h 5 hits

Human Ensembl Gene 46.360 4 hits

Human EntrezGene NCBI3E 4 hits

Human HGNC 46.36h 4 hits

Human RefSeq Peptide 46.36h 2 hits

more ==

Mouse UniProtkB SwissProt 46.36q 3 hits
Mouse MGI Gene 46.36g 3 hits

Mouse FANTOM3 2 hits

Mouse RefSeq Peplide 46 469 2 hits
Mouse Ensembl Transcript 46.36g 1 hit
Mouse RefSeq DMNA 46.26g 1 hit

Mouse UniProtkB TrEMBL 46.36g 1 hit
Mouse Ensembl Gene 46.36g 1 hit
Mouse EntrezGene MCBIm36 1 hit

more ==

AT2G45280, Arabidopsis thaliana Ras Associate... 1 hit (7 docs)
AT5G20850, Arabidopsis thaliana Ras Associate... 1 hit (42 docs)
AT5G40830, ARABIDOPSIS THALIAMA RAS ASSOCIATE... 1 hit (1 doc)
AT5GEG400. RESPONSIVE TO ABA 18 1 hit (34 docs)

AT1G76490, 3I-HYDROXY-3-METHYL GLUTARYL COA RED... 1 hit (192 docs)
AT2G03760, steroid sulfotransferase 2 hits (35 docs)

Mouse Locus

Drug

\ 4

Researcher

Human Locus

i

Arabidopsis thaliana Genome

il

Caenorhabditis elegans Genome

more ==

maore ==

Rrad, Ras-related associated with diabetes 30 hits (53 docs)

Avpr2, arginine vasopressin receplor 2 1363 hits (976 docs)

Geg. glucagon 1906 hits (29262 docs)

Adipog. adiponectin, ©10Q and collagen domain ... 983 hits (3453 docs)
Tnf. tumor necrosis factor 936 hits (91341 docs)

lgf1. insulin-like growth factor 1911 hits (26853 docs)

Lep. leptin §94 hits (11199 docs)

Gh, growth hormone 754 hits (53917 docs)

lapp. islet amyloid polypeptide 730 hits (1456 docs)

Pparg, peroxisome proliferator activated rece... 705 hits (6573 docs)

more ==

Wetformin, C4H11MS 1971 hits (4478 docs)

Vasopressin, C46HE5M 15012582 C46HE5N1301282 1096 hits (24432 docs)
Glyburide, C23HZBCIN305S 727 hits (7125 docs)

Aspirin, C9H804 551 hits (42045 docs)

Acarbose, C25H43N018 538 hits (1185 docs)

Streptozocin 521 hits (5918 docs)

alpha-Tocopherol, C29H5002 518 hits (29807 docs)

Troqlitazone 419 hits (1535 docs)

Chlorpropamide 408 hits (1867 docs)

L-Moradrenaline, C8H11M0O3 341 hits (100030 docs)

more ==

Oluf Pedersen 55 hits (58 docs)
Torben Hansen 47 hits (50 docs)
Atsunori Kashiwagi 38 hits (67 docs)
Ryuzo Kawamori 33 hits (46 docs)
Yasushi Tanaka 32 hits (44 docs)
Yuji Matsuzawa 31 hits (58 docs)
Tohru Funahashi 29 hits (56 docs)
Iark | Mccarthy 28 hits (35 docs)
Mark Walker 26 hits (28 docs)
Takashi Kadowaki 25 hits (51 docs)

more ==

AVPR2, arginine vasopressin receptor 2 (nephr... 6 hits (6 docs)
RRAD. Ras-related associated with diabetes 10 hits (10 docs)
AVPR2, arginine vasopressin receptor 2 (nephr... 2 hits (2 docs)
AVP_arginine vasopressin (neurophysin Il an... 7 hits (7 docs)
GCH. glucokinase (hexokinase 4. maturity onse... 4 hits (4 docs)
GCK, glucokinase (hexokinase 4. maturity onse.. 9 hits (9 docs)
GCG. glucagon (3 docs)

ADIPOQ, adiponectin, C10 and collagen domain ... (4 docs)
THF. tumor necrosis factor (TMNF superfamily. ... (2 docs)

IGF1. insulin-like growth factor 1 (somatomed. . (16 docs)

more ==

Athaliana TAIRT EntrezGene 4 hits

Athaliana Phospho Link Phosphopeptide 2 hits
Athaliana TAIRT locus 2 hits

Athaliana TAIR7 gene 2 hits

more ==

C.elegans Ensembl Transcript 40.150a 1 hit
C.elegans RefSeq peptide 1 hit

C.elegans RefSeg dna 1 hit

C.elegans UniProtkB TrEMBL 1 hit
C.elegans EnsemblGene 40.150a 1 hit
C.elegans EntrezGene W3150 1 hit

-

m
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1B sRIER T 1 I~ PosMed (Positional MEDLINE)

http://omicspace.riken.jp/PosMed/

€@ PosMed - Positional MEDLINE - Windows Internet Explorer o] o
(_- e ) ‘ [ http://omicspace.riken.jp/PosMed /search#doc - HH posmed &35 2 -

wode [a PosMed - Positional MEDLINE ] l B~ B~ @~ [rR-3@ v Gyl v

SM
search gene ~  condition gene name ~  species mouse - ’PDS Med

keyword $EFRIA gene name | search |[clear || recentdyears | 4 = opow 20 ~

IZ‘ All Hits

show graph
Symbol: Adipog
Name: adiponectin, C1Q and collagen domain containing
Other aliases: adipoQ, adiponectin, GBP28, apM1, adipo, Acrp30, Acdc
ID: MGI106675
3773 w1742

Adipog
Human
Locus:

Mouse Locus: fm Adipog, adiponectin, C1Q and collagen domain containing ( 3773 references , MGI106675 , CAGE , Mm:15:23061870-
23073302 )

Ratlocus: [ adipog, adiponectin, C1Q and collagen domain containing (RGD , Rn:11:79908290-79921104 )

EADIPDQ, adiponectin, C1Q and collagen domain containing (HGMC: 13633, CAGE , Hs:3:188043156-188058945 )

Reportedly, Adipog is associated with the keyword as follows.

all (174213773) | | mouse mutant MEDLINE mouse gene PPI(0/2) REACTOME other
(0v4) (1742/3786) record (/1) (0/0} databases

Adipoq related entities keyword diabetes v year all
1000
800
[T check all 600
set as target | | download | |draw 400 M with keyword
A Find 200 W without keyword

n 0
[O] dm 5 ADIPOQ unknown 1899 2000 2001 2002 2003 2004 2005 2006 2007 2008
-. publication year
[0 I= 5 Adipog
[ % 5 MGl Phenotypic Allele Det . show digest ~ arder by fact -
[ Lep 120 6f 300 1

O] mchn .
1: ~Invalvement of low adiponectin levels in impaired glucose tolerance.
O Pz PMID:12803937

[l = Metabolism: clinical and experimental 2008 Oct

[ dm Cypzet When adjusted for age, body mass index, and sex, serum adiponectin levels in the IGT and

[ & Drd2 diabetes melitus groups were significantly lower than those in the normal glucose tolerance
and impaired fasiing oglucose groups (P < .0001).

[ & vamp2

[ dm cpr120 IR Trf tumor necrosis factor { references , MGI104798 , CAGE , Mm:17:34807442 34210048 )

| = Insig2 E.Adipoq Jadiponectin, C1Q and collagen domain containing ( references  MGIE106675 , CAGE ,
Mm:16:23061870-23073302 )

O i 'l-Ldia petes mellitus { references )

[ Jmcsf3 M1 ep leptin (references , MGL104663 , CAGE , Mm:6:29010231-20023886 )

] R ‘ﬂ]IA,fasting glucose ( references , MGL2149370 )

[C] Jm Cxel11 2: »Correlation between adiponectin and reduction of cell adhesion
F I Cdkz molecules after pitavastatin treatment in hyperlipidemic patients with

type 2 diabetes mellitus.
[ b kar PMID: 17920663

D El'u1mp13 E’E'II:UI"HDUSIS research 2008

[ Jm Tcfap2b Additionally, hyperlipidemic patients with type 2 diabetes exnibited a significant increase in
F & Pont adiponectin levels after pitavastatin treatment (before vs.

[C] Jm Bak1
B i Rela

any -

documents

h 3-Hydroxy-3-methylglutaryl CoA ( references , KID:CO000T270 )
B Cholesterol (references , KID:CO0003648 )

[] Jm cani3 ¥ diabetes mellitus ( references )

— [*] non-insulin-dependent diabetes mellitus { references )
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1B sRIER T 1 I~ PosMed (Positional MEDLINE)

http://omicspace.riken.jp/PosMed/

& PosMed - Positional MEDLINE - Windows Internet Explorer =R
’(-.\ 3 < | [ http://omicspace.riken.jp/PosMed /search#result v 4| X || posmed &% g

Wk [ﬁ PosMed - Positional MEDLINE ]_l fa - v v S A-3E) Y Gy Y

M
search gene condition gene name v species mouse - &POS Med

keyword $EFRF gene name [search][ recentdyears | 4 v gpow 20 <

Db

Total Hits: 5905 (1.961 sec) Simple Mode ~

starget|| add comment mouse mutant human gene record MEDLINE (sentence) mouse gene record

OMIM PRI REACTOME rat gene record
[C] checkall
1.

*  Associate the keyword with entities co-cited within the same sentences -

I Rrad
EA\fprZ
Bco Page | 1 next display mode: Simple -
= Apob . Rrad, Ras-related associated with diabetes
EApoa‘l | Rrad +— '"54d0cs Position: Mm:8:107517201-107520445 Link to: MGI
E @ +— 31nits

o T WR# diabetes
EA\fp

= Adipog

I Lep B Avprz +—| 985 docs Position: Mm2(70126278-70147147  Link to:
=R @ +—I+ 1374 nits
Bl T MWRW diabetes

s
Birs . Geg, glucagon
i ren B Gecg +— | 29491docs Pvalue: 1.01E-2597 Position: Mm:2:52975369-52284489 Linkto: MGI CAGE

1} - ';" 1968 hits P value: 1.01E-2597
I g T WFR# diabetes

s

*  Further associate the entities with entities co-cited within the same sentences «

Avpr2 , arginine vasopressin receptor 2

Sowmom N m e M

e e Y e e e e e

im Tnfstb |4, Apob , apolipoprotein B

I Trfrs1a = Apobh +— 19399 docs  Pvalue: 153E-1745 Position: Mm:12:8004214-3038732 Link to: MGl CAGE
I Retn 4+ +—/ 4355 docs Pvalue: 1.58E-1745
EGip k Cholesterol <+ 165032 docs Link to: Original

ﬁ - \;" 5271 hits P value: 1.56E-5972
I g1 T MWRW diabetes

I 1gmpi

I igrr . Apoa1, apolipoprotein A-l

i g2 B Apoat +— 3013 docs  Pvalue: 5.39E-1694 Position: [m:9:45979952-45981463  Link to: MGl CAGE
Elgfbp3 {r +—[ 3494 docs Pvalue: 5.39E-1694
Bmch k Cholesterol <+ 165032 docs Link to: Original

1} +— 7 5271hits  Pvalue: 1.56E-6972
i Lepr T MWRW diabetes

I Ppy

i cat . Oxt, oxytocin

I 1gfop2 B oxt +— "18203docs Pvalue: 837E-1461 Position: Mm2:130267614-120268429 Linkto: MGl CAGE
I P 1} <— 5291 docs Pvalue: 9.75E-5242

B ’ Vasopressin *— " 24643 dacs

1} *+— & 1106 hits P value: 8.37E-1461

i 1app T HEF diabetes

= Pparg

B Ppara . Avp, arginine vasopressin

= lapt Avp 714535 docs  Pvalue: 8.37E-1461 Position: Mm:=2:130272062-130273995  Link to: MGl CAGE
m rpp <+ 12785docs Pvalue: 1.22E-1944
. -— )
B Apoe Vasopre_.:ssm 24643 docs
<+ % 1106 hits P value: 8.37E-1461
I Trfst0 #HRM diabetes
Im Abcat

Adipoq , adiponectin, C1Q and collagen domain containing

I
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