HH 41

[EBS PR %8 2= BioHackathon BRfEIZ DU T

® [PAEHAM: 201042 4 8 HxH 12 H
® Ui : FEMFCBRC (8 H AR AR w2A), DBCLS (9 H~12 H BiFE)
e BNk ¥Es 324, BN 294 (RIEM&EV A FEZRTEW)

HH

1. MAEBRROEBUTIANT 727 — A EAfrOmE &Y — L OB RH#EZ . EERAICEE L7
Y A 7% LTV DBIEE 242 2 THEMT 2,

2. BENRT—ZHEOEMMUICL T R EZB I 20, FATL T, I<FHshTns
Y Ra—F—mF oY —inbiiaRR 2RI T 2 iz 2729,

3. ABYVURTYTAZ, BRESESNEFLORESCIIRGE OG0, ENOSINHEIC L
STEITATYA T AFETOE~ T 4 v 7 V2T EHITONTOF & F - iimic
24 2 RV 21495,

Wirs S 2 Rk

1. MAEMRBOEMBIDOTZDOT — X HECOHMEL: & Z OBRREREECY — L (AR A
R4 v, BREmTY =L, T—F% v b, iEH)

2. Galaxy X° Cytoscape 72 & DTy Ra—HF —[af Y —/ i bEGHRBEEFIHT DA/,

3. T XA DD OEER IR OMEL,

4. EAOT—ZX—ABREEN, BT —FX—2% RDF LW\ -oBHmMICEY Y v T
727 — ZHEE TR LT < 72D DR A AR D e ST,

2 @ BioHackathon & @ BEf#

1. FB—EEIY 27— 2AOMAEERMEICOWTORG EREEB Z o7, FORER, N
AFA LT H~T 4 7 AU =7 —E2AOFMENED R E & ERR 7220 B, BN O# /)
R ORENL N ERR STz, —J7 T WL ODORFU DN TERBHE LN,

2. BENET =T —bEREBRENRHRICB T AV —7 7 u—EORG LB EB IR
ST, EORER, BLEMRIEICK T 57 = 7 — EXLBEFEO Y — )L OF RIS T
DRANZ B, P—E ALY =L OWENMTONT, £DO—H T, HORRFITHON
TOBENF LTz,

3. AN, WEZRIONY Y THICREL o TV e —EAD AN RT — 2 OEHK
MR I ATy FICONWT, T HEHINZ AW THET 2B A% 2729,



ZINE U Ak
{Za YlliE

1.

2
3
4
5
6.
7
8
9

10.
11.

12.
13.
14.

15.
16.
17.
18.
19.
20.
21.
22.
23.
24.
25.
26.
217.
28.
29.
30.
31.
32.

Erick Antezana (Cell Cycle Ontology, Semantic Systems Biology)

Francois Belleau ( Bio2RDF; Canada)

Matthias Samwald (Concept Web Alliance (CWA); Austria)

Heiko Horn (Reflect; NNF Center for Protein Research, Denmark)

Venkata Satagopam (bioCompendium, Reflect, Arena3D; EMBL, Germany)

Anna-Lena Lamprecht ( Bio-jETL TU Dortmund, Germany)

Alberto Labarga (ex-EBI, BioNotate, scientifik.info; Univ. of Granada, Spain)
HammaD AfzaL (Text mining; Manchester U, UK)

Jerven Bolleman ( UniProt; Swiss)

Thomas Kappler ( UniProt; Swiss)

Mark Wilkinson (BioMoby, SADI, CardioSHARE; Genome Canada Bioinformatics Platform,
Canada)

Luke McCarthy (SADI; CardioSHARE, Canada)

Paul Gordon (BioMoby, SADI, Daggoo; Genome Canada Bioinformatics Platform, Canada)
David Withers (SADI, Taverna; Manchester U, UK, Genome Canada Bioinformatics Platform,
Canada)

Keiichiro Ono ( Cytoscape; UCSD, US)

Andrea Splendiani (RDFscape, ontology processing, ONDEX, BioPAX, SWAT4LS; BBSRC, UK)
Bruno Aranda ( IntAct, PSIQUIC; EBI, UK)

James Taylor ( Galaxy; Emory Univ, US)

Arek Kasprzyk ( BioMart; OICR, Canada)

Gos Micklem ( FlyMine; Cambridge, UK)

Richard Smith ( InterMine; U Cambridge, UK)

Rutger Vos (NEXML, TreeBASE; University of Reading, UK)

Christian Zmasek ( phyloXML, BioRuby, BioJava; Burnham Institute, US)

Raoul Jean Pierre Bonnal ( BioRuby, BioSQL; Fondazione INGM, Italy)

Jan Aerts ( BioRuby, visualization; Wellcome Trust Sanger Institute, UK)

Pjotr Prins ( BioLib)

Brad Chapman ( Biopython; Mass General Hospital, US)

Peter Cock (BioPython; UK)

Pierre Lindenbaum ( mash-up, visualization, CEPH, France)

Young Joo Kim (Korea)

Keun-Joon Park (Center for Genome Science, Korea National Institute of Health, Korea)

Kyung-Hoon Kwon (Korea)



ENZInE

1.  Taro L. Saito (UTGB; UT, Japan)

2. Kozo Nishida (GSoC Cyatoscape 3 Processing extension; NAIST, Japan)

3. Soichi Ogishima (TMD, Japan)

4. Kazuharu Arakawa ( G-language; Inst. Adv. Biosci., Keio Univ., Japan)

5. Shinobu Okamoto ( KazusaAnnotation; genoDive; DBCLS/Kazusa, Japan)

6. Kazuki Oshita (Institute for Advanced Biosciences, Keio University, Japan)

7. Hideaki SUGAWARA ( WABIL; DDBJ, National Institute of Genetics, Japan)

8. Koji Nagao (Graduate School of Life Science, Hokkaido Univ., Japan)

9. Naohisa Goto (BioRuby; Research Institute for Microbial Diseases, Osaka University, Japan)
10. Yu Lin (Center for Developmental Biology, RIKEN, Japan)

11. Yasumasa Shigemoto (DDBJ; FUJITSU LIMITED)

12. Akira R. KINJO (PDB;j and Institute for Protein Research, Osaka University, Japan)
13. Nobuhiro Kido (Inst. Adv. Biosci., Keio Univ., Japan)

14. Tore Eriksson (Taisho Pharmaceutical)

15. MORITA Hideyuki (Eiwa System Management,inc.)

16. Kazuhiro Hayashi (UT, Japan)

17. Takeshi KAWASHIMA (Okinawa Institute Of Science and Technology: OIST)

18. Konishi Fumikazu (TITEC, Dept. of Mathematical and Computing Science)

19. Hideya KAWAJI (RIKEN OSC)

FITEER

1. Toshiaki Katayama ( TogoDB, TogoWS, KEGG API, BioRuby; HGC, Japan)

2. Shuichi Kawashima (KEGG API, AAindex, FullMite, MAGEST; HGC, Japan)
3.  Mitsuteru Nakao (TogoDB,TogoWS, BioRuby,Galaxy i18n,CyanoBase; DBCLS/Kazusa/CBRC)
4. Yasunori Yamamoto ( TogoDoc; inMeXes; Allie; OReFiL; DBCLS, Japan)

5.  Kenta Ohuchida (DBCLS, Japan)

6. Hong-Woo Chun (DBCLS, Japan)

7.  Atsuko Yamaguchi ( DBCLS Galaxy; DBCLS, Japan)

8.  Keiko Sakuma (DBCLS, Japan)

9.  Toshihisa Takagi (Director of DBCLS, Japan)

10. Kiyoshi Asai (Director of CBRC, AIST, Japan)



