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JCGGDEB Home Searching by Feywords Glycan

Glycoepitope™

Forum & Community

Establishing the ontology for glycan structure

Gathering glycan data based on the structure (taking up glycan having different names)
Organizing data for experiment

Classifying the data according to the application
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Substructure Search w
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Symbol

Pentose
Hexose

Hexosamine

Ackdic sugar

Heptaze

Madification

N-linked

O-hnked

Giycotipid
Giycolipid{Ceramide)
GlycoEpitope
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JCGGDB ID

Glycan Information

Composition

Underivatised
Oligosaccharides

JCGG-STR032449

Hex 2 HexNAc 2 NeuSAc 1 dHex 1
Mass Value Search

Fuc 1 Gal2 GIcMAC 2 MeuSAc 1
Structural Isomer Search

Monoisotopic Mass 1185.4282
Average Mass 1186.0909

External Links

SGCAL (Mass
Identification)

JCGGDE ID

1g1s
Description: NeuSAca2-3Galb1-(Fucal-3)4GalNAcb1-(Galb1-3)6GIcNAC

JCGG-STR024021

Glycan Information

Composition

Underivatised
Oligosaccharides

Hex 3 HexNAc 3 NeuSAc 1 dHex 2

Mass Value Search "3'3 Ob.“‘_
| LEE@LESE [EXE

Fuc 2 Gal3 GIcMNAc 3 Meu3Ac 1 a,.3 . O . O‘h"‘4

Structural Isomer Search

Monoisotopic Mass 1696.6183
Average Mass 1697.5713

External Links

GlycomeDB
(Structure)

JCGGDE ID

JCGG-STR004800

Glycan Information

Composition

Underivatised
Oligosaccharides

Hex 1 HexNAc 3 NeuSAc 1 dHex 1
Mass Value Search

Fuc 1 Gal1 GalNAc 1 GIcNAc 2 NeuSAc 1
Structural Isomer Search

Monoisotopic Mass 1226.4548
Average Mass 12271436
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Pratocol Cnline Database

jeceps G%y@(gg PO

List of protocols

+ |solation & structural analysis of glycan
Fluorescent lableling of glycan and HPLC analysis
Glycan Analysis by MSn Spectral Matching
« N-Glycan
Release of N-glycan by hydrazinolysis
N-glycanase digestion
+ 0-Glycan
Glycosidase digestion of O-glycoproteins and related O-glycans.
Rapid and sensitive analysis of O-linked glycans using an in-line flow glycan-releasing system
« Glycolipid
Thin-layer chromatography (TLC) of glycolipids
Extraction of Glycolipids
« Glycosaminoglycan
Preparation of glycosaminoglycans
HPLC analysis of glycosaminoglycans
Heparin‘heparin sulfate oligosaccharides
Chondroitin sulfate gligosacchandes
Keratan sulfate oligosaccharndes
Hyaluronic acid oligosacchandes
+ Glycosyltransferase & related protein
Enzyme assay of protein-O-mannosylglycan glycosyltransferases
Enzyme assay of sialyltransferase for glycolipids
Enzyme assay of sialyliransferase for oligosaccharides
Enzyme assay of sialidase
Enzyme assay of N-acetylglucosaminyltransferase lll (GnT-1ll)
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Protocols Authors Titles About Database

Authors
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Keiko Furukawa
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Koji Kimata
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Masao Yamada
Mitsuhiro Kinoshita
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Glyco-Disease Genes Database
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« GlycoGeneDatabase (GGDB)
* Functional Glycomics with KO mice DB
* FlyGlycoDB
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GGDB : FCMD

NCBI Gene : FKIN
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