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The integrated databases of plant omics data is developed to secure sustainability, accessibility, utility and publicity
of the data produced from multiple lerge—scale programs that has been promoted by RIKEN. The datakmse integrates
not only RIKEM' s original databases, but also imported public databeses and ontologies as represented below

Num. Reference

Nakazawa et al. 2003

Kondou et &l. 2010

[Category Title
IMutant line * RIKEN Activation tagging line 469
* RIKEN Arabidopsis Fox-
- 14125
hunting line

* RIKEN Ds transposaon line 11974 Sakurai ef al 2005

* RIKEN RARGE Promoter 39
* RIKEN RARGE Alternative

Genome Segment

Sakurai et al. 2005

m

" 1764 Sakurai et al. 2005
Splicing
RUKEN OmicBrowse for 2 Toyoda ef al_ 2007, Matsushima ef al_2009
Arabidopsis
IGGP_1 (Vitis vinifera] 30434 Jaillon ef i 2007

lei\ Sorghum bicolor gene ver. 35899

Paterson et al. 2008

JGI Sel ila moellendorfii 12238 hitp://genome.jgi-
ver 1.0 psf.org/Selmo1/Selmo1.home.html
* Omics Gene Models DB 22393 lida ef al_in preparation
TAIR Locus 33619 Swarbreck et al 2008
Oryza sativa RAP-DB Gene 61030 Ohyanagi ef 006
JGI Poptrver. 1.1 45854 Tuskan et
Functional annotation * Related documents of 32041 Yoshids ef al 2009, Makitz ef al 2009
TAIR GO Annotation 194384
TAIR PO annotation 530214

Rice GO Annotation 6941

Jaiswal ef al. 2002

Gene family / Ortholog * RIKEN A thaliana gene family 8306

Hanada et al 2008

* RIKEN Ortholog (A. thaliana 22631
and O. safival

Hanada ef al. 2008

Transcript * Cassava Full-Length cONA 8494 Sakurai et al. 2007
* RAFL cDNA 16871 Seki ef al. 2004, Sakurai ef al. 2005
* A thaliana cDNA 59847

Peptide/Protein * RIKEN Plant

Phosphoproteome Database 12062

Nakagami et al 2010, Sugiyama et al 2008

RIKEN Arabidopsis protein
32
record

Phenotype * RIKEN Phenome Integration of 14631

Arabidopsis mutants

Plant phenome 438

Trait Ontology 1023

Jaiswal ef al 2002

Body Structure Plant Ontology {plant
Body Structure Plant Ontolo lant 869

tructure}

Jaiswal ef al. 2005

Biological process Plant Ontology (plant growth
281
and development

Jaiswal ef al. 2005

Enviornment Plant Environment Ontology 501

Jaiswal ef al. 2002

*) Datakases based on research activity of RIKEMN are marked with astarisks at the head of titles
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